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LL---RSGSRASVVLG-NSSFQTCAGCGGRIADRFLLFSMERYWHTRCLRCSCCHAQLGA
MVNNRVTESTTTAVSSNGGPPKACAGCGGKIADRFLLYSMERYWHTRCLKCSCCQAQLGE

.. AR ATRAKT s X s AXTRXAK s e ke AAKeXAXT s XXNAT ok o kK
.. . . . . . HE . . « e

IGTSCYTKSGMILCRNDYIRLFGNSGACSACGQSIPASELVMRAQGNVYHLKCFTCSTCR
IGTSCYTKSGMILCRNDYIRLFGNSGACSACGQSIPASELVMRAQGNVYHLKCFTCSTCR

IGTSCYTKSGMILCRNDYIRLFGNSGACSACGQSIPASELVMRAQGNVYHLKCFTCSTCR
IGTSCYTKSGMILCRNDYIRLFGNSGACSACGQSIPASELVMRAQGNVYHLKCFTCSTCR
IGTSCYTKSGMILCRNDYIRLFGNSGACSACGQSIPASELVMRAQGNVYHLKCFTCSTCR
IGSTCFSKGGMILCRNDYIRLFGHSGACSACGQSIPASEMVMRAQGNVYHLKCFTCATCR
IGTSCYTKSGMILCRNDYIRLFGNSGACSACGQSIPASELVMRAQGNVYHLKCFTCSTCR
IGTSCYTKSGMILCRNDYIRLFGNSGACSACGQSIPASELVMRAQGNVYHLKCFTCSTCR
IGTSCYTKSGMILCRNDYIRLFGNSGACSACGQSIPASELVMRAQGNVYHLKCFTCSTCR
IGTSCYTKSGMILCRNDYIRLFGNSGACSACGQSIPASELVMRAQGNVYHLKCFTCSTCR
IGTSCYTKSGMILCRNDYIRLFGNSGACSACGQSIPASELVMRAQGNVYHLKCFTCSTCR
IGTSCYTKSGMILCRNDYIRLFGNSGACSACGQSIPASELVMRAQGNVYHLKCFTCSTCR
FSRSCYSRGGMILCKDDYIRLFGHTGACSACGQTIPPSEMVMRAQGSVYHLKCFTCATCR
LSRSCYSRGGLILCRDDYARLFGHAGACGACGOQTIPPSEMVMRAQGSVYHLKCFACATCR
IGTSCYTKSGMILCRNDYIRLFGSSGACSACGQSIPASEMVMRAQGSVYHLKCFTCATCR

e . ek s s KoekhkKXesekhk KAXKXK sXEXK KAXKXK XX AKX s XXATEAX AXXXXAKX s X s kXX
NRLVPGDRFHYINGSLFCEHDRPTA-LINGHLNSLOSN-PLLPDQKVC 165
NRLVPGDRFHYINGSLFCEHDRPTA-LINGHLNSLOSN-PLLPDQKVC 165
NRLVPGDRFHYINGSLFCEHDRPTA-LINGHLNSLOSN-PLLPDQKVC 165
NRLVPGDRFHYINGSLFCEHDRPTA-LINGHLNSLOSN-PLLPDQKVC 165
NRLVPGDRFHYINGSLFCEHDRPTA-LINGHLNSLOSN-PLLPDQKVN 165
NRLVPGDRFHYVNGTIFCEHDRPGGALLSSHLTPLOSN-TLLPDQKVC 167
NRLVPGDRFHYINGSLFCEHDRPTA-LINGHLNSLOSN-PLLPDQKVC 165
NRLVPGDRFHYINGSLFCEHDRPTA-LINGHLNSLOSN-PLLPDQKVC 165
NRLVPGDRFHYINGSLFCEHDRPTA-LINGHLNSLOSN-PLLPDQKVC 165
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NRLVPGDRFHYINGSLFCEHDRPTA-LINGHLNSLOSN-PLLPDQKVC 165
NRLVPGDRFHYINGSLFCEHDRPTA-LINGHLNSLOSN-PLLPDQKVC 165
NRLVPGDRFHYINGSIFCEHDHPGPELHGGHAAPLOASG-RMSEQKVC 166
HRLVPGDRFHYVNGSVFCEQDHPGGOLLGGHAAPLOAGG-SLSERKGD 163
NRLVPGDRFHYVNGAIFCEHDRPTG-LLSGHLNPLOSNPPMLPDQKVC 167
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